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Spinal nerves: Anatomy, roots and function ,
Kenhub
  

Learntheanatomyofthespinalnerves, includingtheirroots,componentsandfunctions
faster and more efficiently with this comprehensive 

   

  

  

Viral tail fiber protein ~ ViralZone 
  

A variable number of fibers are attached to the distal part of the tail of caudovirales
bacterial viruses. Tail fibers are responsible for the specific, albeit reversible 
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Understanding Bacteriophage Tail Fiber 
  

The exact mechanisms of how the tail fiber interacts with the receptor at the
molecular/atomic level are critical for engineering phages with reprogrammed host
ranges. The advancement of technologies 

   

  

  

RBPseg: Toward a complete phage tail fiber
structure atlas
  

Tail fibers, a major class of RBPs, are elongated and flexible trimeric pro-teins, making
theirfull-lengthstructuresdificulttoresolveexperimentally.Advancesindeeplearning-
based 

   

  

  

Chapter 20965 
  

As thehost receptorscontinuouslyevolve, thegenespresent in thetail fibers, tailspikes
ortailappendagesareselectivelypressuredtoadapttotheever-changingtarget,which
can range from 
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Cauda Equina 
  

The cauda equina has approximately 10 fiber pairs at its base. These consist of 3 to 5
lumbar fiber pairs, 5 sacral fiber pairs, and 1 coccygeal nerve. The primary 

   

  

  

The Cytoskeleton, Flagella and Cilia, and the
Plasma 
  

If you were to remove all the organelles from a cell, would the plasma membrane and
the cytoplasm be the only components left? No. Within the cytoplasm, there 

   

  

  

A Common Evolutionary Origin for Tailed-
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Bacteriophage Functional  
  

The tail fiber proteins found in these organelles exhibit the same modular organization
as that observed for phages: the N-terminal part is highly conserved among Ctv fibers,
probably to interact with the 

   

  

  

Major tail proteins of bacteriophages of the order
  

Fiberproteinsarenotshown.Onlynoncapsidstructuralproteinsareindicated.T7phage
belongs to the Autographviridae family and is, thus, part of 

   

  

  

Tail fiber function and structure , Bacteriophage T4
Tail 
  

At the far end of the tail are one or more receptor binding proteins (the tail fibers), also
described as adhesins.
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What Are Tail Fibers and Why Are They Important?
  

Tail fibers are protein appendages located at the distal end of a bacteriophage's tail,
extending from a structure called the baseplate. These fibers vary in length and number.

   

  

  

Nearly complete structure of bacteriophage DT57C
reveals 
  

The T5 family of viruses are tailed bacteriophages characterized by a long non-
contractile tail.ThebacteriophageDT57CiscloselyrelatedtotheparadigmalT5phage,
though it recognizes a 

   

  

  

Bacteriophage T4 long tail fiber domains 
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Bacteriophage T4 initially recognizes its host cells using its long tail fibers. Long tail
fibers consist of a phage-proximal and a phage-distal rod, each around 80 nm 

   

  

  

What Is a Tail Made Of? Animal Anatomy and
Function
  

A tail is a posterior appendage extending from the trunk of an animal, found across
diversespeciesfromfishtomammalsandbirds.Thisextensionservesvariouspurposes,
playing a 

   

  

  

Structure and Function of the Tail in Dogs ,
PetPlace 
  

All you need to know about the structure and function of the canine tail. The general
structure of the tail, how the tail works in dogs, and more.
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Fiber tail fiber 
  

Fiber optic cables are a type of transmission medium used to transmit data over long
distances at high speeds. They are made up of thin strands of glass or plastic fibers that
are used to 

   

  

  

Nearly complete structure of bacteriophage DT57C
reveals 
  

Nearly complete structure of bacteriophage DT57C reveals architecture of head-to-tail
interface and lateral tail fibers Received: 10April2023

   

  

  

Organization of the bacteriophage T4 long tail fiber.
(A) 
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The long tail fibers (LTF) are composed of four distinct proteins (i.e., gp34 to gp37), with
the receptor binding region located at the C-terminal part of gp37.  

   

  

  

RBPseg: Toward a complete phage tail fiber
structure atlas
  

RBPseg enables accurate modeling of tail fiber structure, providing the first
comprehensive tail fiber structure atlas.

   

  

  

Tail 
  

A white-tailed deer 's tail The tail is the elongated section at the rear end of a bilaterian
animal 's body; in general, the term refers to a distinct, flexible 
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What are tail fibers and their role in phage
infection? 
  

Tail fibers are specialized protein appendages on bacteriophages that recognize and
attach to specific bacterial host cell receptors, initiating viral infection.

   

  

  

Molecular anatomy of the receptor binding module
of a 
  

Bacteriophage (phage) T4 belongs to myoviridae, a widely distributed family of viruses
on Earth. They contain a head (capsid), a contractile tail, and a 

   

  

  

stf 
  

The Ur-lambda virions have thin, jointed tail fibers (side tail fibers) that are absent from
lambdawild-type.RelativetolambdaPaPa,Ur-lambdahasexpandedreceptorspecificity
and adsorbs to E li cells 
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Architecture of the bacteriophage lambda tail:
Structure
  

Bacteriophage lambda has a double-stranded DNA genome and a long, flexible, non-
contractile tail encoded by a contiguous block of 11 genes downstream of the head
genes. The tail 

   

  

  

Functional domains of Acinetobacter bacteriophage
tail fibers
  

often found in the tail fibers of select A. baumannii phages. To further explore the
functionaldomainsassociatedwithdepolymeraseactivity,tail-associatedproteinsof71
sequenced 
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Major tail proteins of bacteriophages of the order
Caudovirales
  

Thesehollowelongatedproteinstructures,present inmostbacteriophagesof theorder
Caudovirales, connect the DNA-containing capsid with a receptor function at the distal
end of the tail 
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For datasheets, pricing, or custom optical networking solutions, please visit:
https://www.entrenamientointeligente.es
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